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UniprotKB Entry name organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi - extl:acellular
ID sites sites reticulum apparatus membrane [region
P17040 2SC20_HUMAN [Homo Zinc 18.379595 NaN NaN 30379171 | MAMALELQAQASPQPEPEELLIVKL |None None None |None None None None None None
sapiens [finger and EEDSWGSESKLWEKDRGSVSGPEA

SCAN SRQRFRQFQYRDAAGPHEAFSQLW

domain- ALCCRWLRPEIRLKEQILELLVLEQF

containing LTILPREVQTWVQARHPESGEEAVA

protein 20 LVEDWHRETRTAGQSGLELHTEETR

PLKTGEEAQSFQLQPVDPWPEGQSQ
KKGVKNTCPDLPNHLNAEVAPQPLK
ESAVLTPRVPTLPKMGSVGDWEVTA
ESQEALGPGKHAEKELCKDPPGDDC
GNSVCLGVPVSKPSNTSEKEQGPEF
'WGLSLINSGKRSTADYSLDNEPAQA
LTWRDSRAWEEQYQWDVEDMKVS
GVHWGYEETKTFLAILSESPFSEKLR
TCHQNRQVYRAIAEQLRARGFLRTL
EQCRYRVKNLLRNYRKAKSSHPPGT
CPFYEELEALVRARTAIRATDGPGEA
VALPRLGYSDAEMDEQEEGGWDPE
EMAEDCNGAGLVNVESTQGPRIAGA
PALFQSRIAGVHWGYEETKAFLAILS
ESPFSEKLRTCHQNSQVYRAIAERLC
ALGFLRTLEQCRYRFKNLLRSYRKA
KSSHPPGTCPFYEELDSLMRARAAV
RAMGTVREAAGLPRCGQSSAETDAQ
EAWGEVANEDAVKPSTLCPKAPDM
GFEMRHEDEDQISEQDIFEGLPGAL
SKCPTEAVCQPLDWGEDSENENED
EGQWGNPSQEQWQESSSEEDLEKL
IDHQGLYLAEKPYKCDTCMKSFSRS
SHFIAHQRIHTGEKPYKCLECGKNF
SDRSNLNTHQRIHTGEKPYKCLECG
KSFSDHSNLITHQRIHTGEKPYKCG
ECWKSFNQSSNLLKHQRIHLGGNP
DQCSEPGGNFAQSPSFSAHWRNST
EETAPEQPQSISKDLNSPGPHSTNS
GEKLYECSECGRSFSKSSALISHQRI
HTGEKPYECAECGKSFSKSSTLANH
QRTHTGEKPYKCVDCGKCFSERSKL
ITHQRVHTGEKPYKCLECGKFFRDR
SNLITHQRIHTGEKPYKCRECGKCF
NQSSSLITHQRIHTGEKPYKCTECGK

DFNNSSHFSAHRRTHAGGKAS




