UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
P17156 HSP72_MOUSE [Mus Heat [25.685855 NaN S403;T408;T414 (39627609 [MSARGPAIGIDLGTTYSCVGVFQHG [True True 3.899 |5.0 4.345 1.656 0.733 5.0 1.44
musculus [shock- KVEIIANDQGNRTTPSYVAFTDTERL
related IGDAAKNQVAMNPTNTIFDAKRLIG
70 kDa RKFEDATVQSDMKHWPFRVVSEGG
protein KPKVQVEYKGEMKTFFPEEISSMVL

2

TKMKEIAEAYLGGKVQSAVITVPAYF
NDSQRQATKDAGTITGLNVLRIINEP
TAAAIAYGLDKKGCAGGEKNVLIFDL
GGGTFDVSILTIEDGIFEVKSTAGDT
HLGGEDFDNRMVSHLAEEFKRKHK
KDIGPNKRAVRRLRTACERAKRTLSS
STQASIEIDSLYEGVDFYTSITRARFE
ELNADLFRGTLEPVEKALRDAKLDK
GQIQEIVLVGGSTRIPKIQKLLQDFF
NGKELNKSINPDEAVAYGAAVQAAIL
IGDKSENVQDLLLLDVTPLSLGIETA
GGVMTPLIKRNTTIPTKQTQTFTTYS
DNQSSVLVQVYEGERAMTKDNNLL
GKFDLTGIPPAPRGVPQIEVTFDIDA
NGILNVTAADKSTGKENKITITNDKG
RLSKDDIDRMVQEAERYKSEDEANR
DRVAAKNAVESYTYNIKQTVEDEKL
RGKISEQDKNKILDKCQEVINWLDR
NQMAEKDEYEHKQKELERVCNPIIS
KLYQGGPGGGGSSGGPTIEEVD




