UniprotKB Entry name organism [full name oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc}oplasmw golgi plasma
ID sites reticulum apparatus membrar
P17225 PTBP1_MOUSE Mus Polypyrimidine (30.310381 NaN S16;T126;T137;S140;S457|29187734;37453647;39627609 MDGIVPDIAVGTKRGSDELFSTCVS  [True False 2.997 |[5.0 2.106 1.715 1.172 1.956

musculus

tract-binding
protein 1

NGPFIMSSSASAANGNDSKKFKGD
NRSAGVPSRVIHVRKLPSDVTEGEVI
SLGLPFGKVTNLLMLKGKNQAFIEM
NTEEAANTMVNYYTSVAPVLRGQPI
YIQFSNHKELKTDSSPNQARAQAAL
QAVNSVQSGNLALAASAAAVDAGM
IAMAGQSPVLRIIVENLFYPVTLDVLH
QIFSKEGTVLKIITFTKNNQFQALLQ
YADPVSAQHAKLSLDGQNIYNACCT
LRIDFSKLTSLNVKYNNDKSRDYTRP
DLPSGDSQPSLDQTMAAAFGAPGIM
SASPYAGAGFPPTFAIPQAAGLSVPN
VHGALAPLAIPSAAAAAAASRIAIPGL
IAGAGNSVLLVSNLNPERVTPQSLFIL
FGVYGDVQRVKILFNKKENALVQMA
DGSQAQLAMSHLNGHKLHGKSVRI
TLSKHQSVQLPREGQEDQGLTKDYG
SSPLHRFKKPGSKNFQNIFPPSATLH
LSNIPPSVSEDDLKSLFSSNGGVVKG
FKFFQKDRKMALIQMGSVEEAVQAL
IELHNHDLGENHHLRVSFSKSTI




