UniprotKB Entry name |organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr_acellular
ID name sites sites reticulum |apparatus membrane [region
P17301 ITA2_ HUMAN |Homo Integrin [31.21656 T89 NaN 38665916;34725712;41350704 MGPERTGAAPLPLLLVLALSQGILNC [False True 2.17 2.562  [2.064 2.036 1.546 5.0 2.715

sapiens |alpha-2 CLAYNVGLPEAKIFSGPSSEQFGYAV

QQFINPKGNWLLVGSPWSGFPENR
MGDVYKCPVDLSTATCEKLNLQTST
SIPNVTEMKTNMSLGLILTRNMGTG
GFLTCGPLWAQQCGNQYYTTGVCS
DISPDFQLSASFSPATQPCPSLIDVVV
[VCDESNSIYPWDAVKNFLEKFVQGL
DIGPTKTQVGLIQYANNPRVVFNLNT
[YKTKEEMIVATSQTSQYGGDLTNTF
GAIQYARKYAYSAASGGRRSATKVM
IVVVTDGESHDGSMLKAVIDQCNHD
NILRFGIAVLGYLNRNALDTKNLIKEI
KAIASIPTERYFFNVSDEAALLEKAG
TLGEQIFSIEGTVQGGDNFQMEMSQ
VGFSADYSSQNDILMLGAVGAFGWS
GTIVQKTSHGHLIFPKQAFDQILQDR
NHSSYLGYSVAAISTGESTHFVAGAP
RANYTGQIVLYSVNENGNITVIQAHR
GDQIGSYFGSVLCSVDVDKDTITDVL
LVGAPMYMSDLKKEEGRVYLFTIKE
GILGQHQFLEGPEGIENTRFGSAIAA
LSDINMDGFNDVIVGSPLENQNSGA
VYTYNGHQGTIRTKYSQKILGSDGAF
RSHLQYFGRSLDGYGDLNGDSITDV
SIGAFGQVVQLWSQSIADVAIEASFET
PEKITLVNKNAQIILKLCFSAKFRPTK
QNNQVAIVYNITLDADGFSSRVTSR
GLFKENNERCLQKNMVVNQAQSCP
EHITYIQEPSDVVNSLDLRVDISLENP
GTSPALEAYSETAKVFSIPFHKDCGE
DGLCISDLVLDVRQIPAAQEQPFIVS
NQNKRLTFSVTLKNKRESAYNTGIV
VDFSENLFFASFSLPVDGTEVICQV
IAASQKSVACDVGYPALKREQQVTFTI
NFDFNLQNLQNQASLSFQALSESQ
EENKADNLVNLKIPLLYDAETHLTRS
TNINFYEISSDGNVPSIVHSFEDVGP
KFIFSLKVTTGSVPVSMATVITHIPQY
TKEKNPLMYLTGVQTDKAGDISCNA
DINPLKIGQTSSSVSFKSENFRHTKE
LNCRTASCSNVTCWLKDVHMKGEY
FVNVTTRIWNGTFASSTFQTVQLTA
IAAEINTYNPEIYVIEDNTVTIPLMIMK
PDEKAEVPTGVIIGSIIAGILLLLALVA
ILWKLGFFKRKYEKMTKNPDEIDET
TELSS




