UniprotKB Entry name organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular (extracellular cytosol nucleus mitochndrion ent.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum )apparatus membrane [region
P17717 UDB17_MOUSE |Mus UDP- 23.627151 NaN NaN 37453647 MPGKWISALLLLQISCCFRSVKCGK [None None None [None None None None None None
musculus |glucuronosyltransferase VLVWPMEFSHWMNIKIILDELVQRG
2B17 HEVTVLRPSAYYVLDPKKSPGLKFET

FPTSVSKDNLENFFIKFVDVWTYEM
PRDTCLSYSPLLQNMIDEFSDYFLSL
CKDVVSNKELMTKLQESKFDVLLSD
PVASCGELIAELLQIPFLYSIRFSPGY
QIEKSSGRFLLPPSYVPVILSGLGGQ
MTFIERIKNMICMLYFDFWFQMFN
DKKWDSFYSEYLGRPTTLVETMGQA
EMWLIRSNWDLEFPHPTLPNVDYV
GGLHCKPAKPLPKDMEEFVQSSGD
HGVVVFSLGSMVSNMTEEKANAIA
WALAQIPQKVLWKFDGKTPATLGHN
TRVYKWLPQNDLLGHPKTKAFVTHG
GANGVYEAIYHGIPMIGIPLFGEQHD
NIAHMVAKGAAVALNIRTMSKSDVL
NALEEVIENPFYKKNAIWLSTIHHD
QPMKPLDRAVFWIEFVMRHKRAKH
LRPLGHNLTWYQYHSLDVIGFLLSC
IVATTIVLSVKCLLFIYRFFVKKENKM
KNE




