}Jl;l iprotKB Entry name |organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion ent!oplasmlc golgi plasma eth:aC(
name sites sites reticulum |apparatus membrane region
P17742 PPIA_MOUSE [Mus Peptidyl- [35.100025 S159 S77;T93 40885482;36288343;39927985;374 [MVNPTVFFDITADDEPLGRVSFELF ([True True 4.741 |4.664  [2.494 2.25 1.747 2.477 5.0
musculus [prolyl cis- 53647;39627609 ADKVPKTAENFRALSTGEKGFGYKG
trans SSFHRIIPGFMCQGGDFTRHNGTGG
isomerase RSIYGEKFEDENFILKHTGPGILSMA
A NAGPNTNGSQFFICTAKTEWLDGK

HVVFGKVKEGMNIVEAMERFGSRN
GKTSKKITISDCGQL




