UniprotkB Entry name |organism |full name [oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma eXtI.‘acellular
ID sites sites reticulum apparatus membrane region
P17809 GTR1_MOUSE |Mus Solute 24.474581 NaN S226;S465;T478;S490 (33300544 [MDPSSKKVTGRLMLAVGGAVLGSL |True True 5.0 5.0 2.628 2.318 5.0 5.0 2.405
musculus |carrier QFGYNTGVINAPQKVIEEFYNQTWN

family 2, HRYGEPIPSTTLTTLWSLSVAIFSVG

facilitated GMIGSFSVGLFVNRFGRRNSMLMM

glucose NLLAFVAAVLMGFSKLGKSFEMLIL

transporter GRFIIGVYCGLTTGFVPMYVGEVSPT

member 1 ALRGALGTLHQLGIVVGILIAQVFGL

DSIMGNADLWPLLLSVIFIPALLQCIL
LPFCPESPRFLLINRNEENRAKSVLK
KLRGTADVTRDLQEMKEEGRQMMR
EKKVTILELFRSPAYRQPILIAVVLQL
SQQLSGINAVFYYSTSIFEKAGVQQP
VYATIGSGIVNTAFTVVSLFVVERAG
RRTLHLIGLAGMAGCAVLMTIALALL
ERLPWMSYLSIVAIFGFVAFFEVGPG
PIPWFIVAELFSQGPRPAAIAVAGFS
NWTSNFIVGMCFQYVEQLCGPYVFII
FTVLLVLFFIFTYFKVPETKGRTFDEI
ASGFRQGGASQSDKTPEELFHPLGA
DSQV




