UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc_loplasmlc golgi plasma extr_aC(

ID name sites sites reticulum |apparatus membrane [region

P17931 LEG3_HUMAN Homo Galectin-|23.853897 NaN S6;S12;5188 16408927;35183508;33214551;340 |MADNFSLHDALSGSGNPNPQGWPG [True True 4.784 |5.0 5.0 2.435 2.097 4.711 4.641
sapiens |3 19948;30397120;28510447;386659 |AWGNQPAGAGGYPGASYPGAYPGQ

16

IAPPGAYPGQAPPGAYPGAPGAYPGAP
IAPGVYPGPPSGPGAYPSSGQPSATGA
[YPATGPYGAPAGPLIVPYNLPLPGGV
VPRMLITILGTVKPNANRIALDFQRG
NDVAFHFNPRFNENNRRVIVCNTK
LDNNWGREERQSVFPFESGKPFKIQ
VLVEPDHFKVAVNDAHLLQYNHRV
KKLNEISKLGISGDIDLTSASYTMI




