}J];1 iprotkB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr‘acellular
mame sites sites reticulum apparatus membrane region
P17936 IBP3_HUMAN [Homo Insulin- [13.899183 NaN S148;S201 37217939;38665916 MQRARPTLWAAALTLLVLLRGPPVA [True True 3.223 [5.0 2.46 4.419 1.541 2.419 4.859
sapiens [like RAGASSAGLGPVVRCEPCDARALAQ

growth CAPPPAVCAELVREPGCGCCLTCAL

factor- SEGQPCGIYTERCGSGLRCQPSPDE

binding IARPLQALLDGRGLCVNASAVSRLRA

[protein YLLPAPPAPGNASESEEDRSAGSVES

3

PSVSSTHRVSDPKFHPLHSKIIIIKKG
HAKDSQRYKVDYESQSTDTQNFSSE
SKRETEYGPCRREMEDTLNHLKFLN
IVLSPRGVHIPNCDKKGFYKKKQCRP
SKGRKRGFCWCVDKYGQPLPGYTTK
GKEDVHCYSMQSK




