}J];l iprotkB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion enﬁloplasmlc golgi plasma extl"acellular
sites sites reticulum apparatus  membrane [region
P18054 LOX12_HUMAN [Homo Polyunsaturated [18.379595 T639 S246 30379171 MGRYRIRVATGAWLFSGSYNRVQL [True True 5.0 3.037 [3.544 1.62 0.909 5.0 4.407
sapiens [fatty acid IWLVGTRGEAELELQLRPARGEEEEF
lipoxygenase DHDVAEDLGLLQFVRLRKHHWLVD
IALOX12

FQKHREKELKDRQQIYCWATWKEG
LPLTIAADRKDDLPPNMRFHEEKRL

NCLEDFDQIFWGQKSALAEKVRQC
WQDDELFSYQFLNGANPMLLRRST
SLPSRLVLPSGMEELQAQLEKELQN
GSLFEADFILLDGIPANVIRGEKQYL
IAAPLVMLKMEPNGKLQPMVIQIQPP
NPSSPTPTLFLPSDPPLAWLLAKSW
IVRNSDFQLHEIQYHLLNTHLVAEVI
IAVATMRCLPGLHPIFKFLIPHIRYTM
EINTRARTQLISDGGIFDKAVSTGGG
GHVQLLRRAAAQLTYCSLCPPDDLA
DRGLLGLPGALYAHDALRLWEIIARY
VEGIVHLFYQRDDIVKGDPELQAWC
REITEVGLCQAQDRGFPVSFQSQSQ
LCHFLTMCVFTCTAQHAAINQGQLD
IWYAWVPNAPCTMRMPPPTTKEDVT
MATVMGSLPDVRQACLQMAISWHL
SRRQPDMVPLGHHKEKYFSGPKPKA
IVLNQFRTDLEKLEKEITARNEQLDW
PYEYLKPSCIENSVTI

DAWFCDRITVQGPGACAEVAFPCYR
'WVQGEDILSLPEGTARLPGDNALDM

DFEWTLKAGALEMALKRVYTLLSSW




