endoplasmic golgi plasma extrace

UniprotKB Entry name |organism full loglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion N .

ID name sites sites reticulum |apparatus membrane region

P18572 BASI_MOUSE |Mus Basigin [39.805688 'T153;T156 [T358;S372 39627609;36288343;40885482;291 MAAALLLALAFTLLSGQGACAAAGF |False True 2.435 [2.636 |2.361 3.976 1.917 5.0 3.351
87734 LKAPLSQERWAGGSVVLHCEAVGSP

musculus

IPEIQWWFEGNAPNDSCSQLWDGA
RLDRVHIHAAYRQHAASSLSVDGLT
IAEDTGTYECRASSDPDRNHLTRPPR
VKWVRAQASVVVLEPGTIQTSVQEV
NSKTQLTCSLNSSGVDIVGHRWMR
GGKVLQEDTLPDLHTKYIVDADDRS
GEYSCIFLPEPVGRSEINVEGPPRIKV
GKKSEHSSEGELAKLVCKSDASYPPI
TDWFWFKTSDTGEEEAITNSTEANG
KYVVVSTPEKSQLTISNLDVNVDPGT
IYVCNATNAQGTTRETISLRVRSRMA
IALWPFLGIVAEVLVLVTIIFIYEKRRK
PDQTLDEDDPGAAPLKGSGTHMND
KDKNVRQRNAT




