UniprotKB Entry name |organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus jmitochndrion em.loplasmlc golgi plasma extn:acellular

ID name sites sites reticulum apparatus membrane region

P18828 SDC1_MOUSE Mus Syndecan-|30.715827 T169;T221(S286 39950214 MRRAALWLWLCALALRLQPALPQIV |False True 2.338 [2.826 |3.015 2.246 4.388 5.0 4.623
musculus |1

IAVNVPPEDQDGSGDDSDNFSGSGT
GALPDTLSRQTPSTWKDVWLLTATP
TAPEPTSSNTETAFTSVLPAGEKPEE
GEPVLHVEAEPGFTARDKEKEVTTR
PRETVQLPITQRASTVRVTTAQAAVT
SHPHGGMQPGLHETSAPTAPGQPD
HQPPRVEGGGTSVIKEVVEDGTANQ
LPAGEGSGEQDFTFETSGENTAVAA
VEPGLRNQPPVDEGATGASQSLLDR
KEVLGGVIAGGLVGLIFAVCLVAFML
YRMKKKDEGSYSLEEPKQANGGAY
QKPTKQEEFYA




