UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular jextracellular (cytosol [nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus [membrane region
P19157 GSTP1_MOUSE Mus Glutathione [29.010301 NaN T4;T62 37453647;39927985 MPPYTIVYFPVRGRCEAMRMLLADQ (True False 5.0 3.0 3.45 False False False False
musculus |S- GQSWKEEVVTIDTWMQGLLKPTCLY
transferase

P1

GQLPKFEDGDLTLYQSNAILRHLGR
SLGLYGKNQREAAQMDMVNDGVE
DLRGKYVTLIYTNYENGKNDYVKALP
GHLKPFETLLSQNQGGKAFIVGDQIS
FADYNLLDLLLIHQVLAPGCLDNFPL
LSAYVARLSARPKIKAFLSSPEHVNR
PINGNGKQ




