
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P19367 HXK1_HUMAN Homo
sapiens

Hexokinase-
1

16.827405 T259;T821 S337 39261628;30379171;38665916;347
25712;40914422;32119511;340199
48

MIAAQLLAYYFTELKDDQVKKIDKYL
YAMRLSDETLIDIMTRFRKEMKNGL
SRDFNPTATVKMLPTFVRSIPDGSEK
GDFIALDLGGSSFRILRVQVNHEKN
QNVHMESEVYDTPENIVHGSGSQLF
DHVAECLGDFMEKRKIKDKKLPVGF
TFSFPCQQSKIDEAILITWTKRFKAS
GVEGADVVKLLNKAIKKRGDYDANI
VAVVNDTVGTMMTCGYDDQHCEVG
LIIGTGTNACYMEELRHIDLVEGDEG
RMCINTEWGAFGDDGSLEDIRTEFD
REIDRGSLNPGKQLFEKMVSGMYLG
ELVRLILVKMAKEGLLFEGRITPELL
TRGKFNTSDVSAIEKNKEGLHNAKE
ILTRLGVEPSDDDCVSVQHVCTIVSF
RSANLVAATLGAILNRLRDNKGTPR
LRTTVGVDGSLYKTHPQYSRRFHKT
LRRLVPDSDVRFLLSESGSGKGAAM
VTAVAYRLAEQHRQIEETLAHFHLT
KDMLLEVKKRMRAEMELGLRKQTH
NNAVVKMLPSFVRRTPDGTENGDF
LALDLGGTNFRVLLVKIRSGKKRTVE
MHNKIYAIPIEIMQGTGEELFDHIVS
CISDFLDYMGIKGPRMPLGFTFSFPC
QQTSLDAGILITWTKGFKATDCVGH
DVVTLLRDAIKRREEFDLDVVAVVN
DTVGTMMTCAYEEPTCEVGLIVGTG
SNACYMEEMKNVEMVEGDQGQMC
INMEWGAFGDNGCLDDIRTHYDRL
VDEYSLNAGKQRYEKMISGMYLGEI
VRNILIDFTKKGFLFRGQISETLKTR
GIFETKFLSQIESDRLALLQVRAILQQ
LGLNSTCDDSILVKTVCGVVSRRAA
QLCGAGMAAVVDKIRENRGLDRLN
VTVGVDGTLYKLHPHFSRIMHQTVK
ELSPKCNVSFLLSEDGSGKGAALITA
VGVRLRTEASS

True False 4.503 3.064 4.551 1.896 1.429 2.172 2.168


