UniprotkB Entry name organism [full name oglcnacscore p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extx:acellular
ID sites reticulum apparatus membrane [region
P19404 NDUV2 HUMAN [Homo NADH 21.366884 T193 28510447 MFFSAALRARAAGLTAHWGRHVRN (True False 1.606 |1.881 5.0 1.324 0.547 1.447 1.394

sapiens |dehydrogenase LHKTVMQNGAGGALFVHRDTPENN

[ubiquinone]
flavoprotein 2,
mitochondrial
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