UniprotKB Entry organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus jmitochndrion en('loplasmlc golgi plasma extr.acellular

ID name name sites sites reticulum apparatus membrane region

P19490 GRIA1_RAT [Rattus Glutamate [23.439218 NaN S645;5710;S849;S863 (38843836 MPYIFAFFCTGFLGAVVGANFPNNI (True True 5.0 2.648 [2.187 5.0 2.039 5.0 4.558
norvegicus [receptor 1 QIGGLFPNQQSQEHAAFRFALSQLT

EPPKLLPQIDIVNISDSFEMTYRFCS
QFSKGVYAIFGFYERRTVNMLTSFC
GALHVCFITPSFPVDTSNQFVLQLRP
ELQEALISIIDHYKWQTFVYIYDADR
GLSVLQRVLDTAAEKNWQVTAVNIL
TTTEEGYRMLFQDLEKKKERLVVVD
CESERLNAILGQIVKLEKNGIGYHYIL
ANLGFMDIDLNKFKESGANVTGFQL
VNYTDTIPARIMQQWRTSDSRDHTR
VDWKRPKYTSALTYDGVKVMAEAFQ
SLRRQRIDISRRGNAGDCLANPAVP
'WGQGIDIQRALQQVRFEGLTGNVQF
NEKGRRTNYTLHVIEMKHDGIRKIG
[YWNEDDKFVPAATDAQAGGDNSSV
QNRTYIVITILEDPYVMLKKNANQF
EGNDRYEGYCVELAAEIAKHVGYSY
RLEIVSDGKYGARDPDTKAWNGMV
GELVYGRADVAVAPLTITLVREEVID
FSKPFMSLGISIMIKKPQKSKPGVFS
FLDPLAYEIWMCIVFAYIGVSVVLFL
VSRFSPYEWHSEEFEEGRDQTTSDQ
SNEFGIFNSLWFSLGAFMQQGCDIS
PRSLSGRIVGGVWWEFFTLIIISSYTAN
LAAFLTVERMVSPIESAEDLAKQTEI
AYGTLEAGSTKEFFRRSKIAVFEKM
WTYMKSAEPSVFVRTTEEGMIRVRK
SKGKYAYLLESTMNEYIEQRKPCDT
MKVGGNLDSKGYGIATPKGSALRNP
VNLAVLKLNEQGLLDKLKNKWWYD
KGECGSGGGDSKDKTSALSLSNVAG
VFYILIGGLGLAMLVALIEFCYKSRSE
SKRMKGFCLIPQQSINEAIRTSTLPR
NSGAGASGGGGSGENGRVVSQDFP
KSMQSIPCMSHSSGMPLGATGL




