UniprotKB Entry name |organism [full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi extx:z

ID sites sites reticulum |apparatus membrane regic

P19623 SPEE_HUMAN |Homo Spermidine |15.744529 NaN NaN 34229054;33214551;38665916;347 |MEPGPDGPAASGPAAIREGWFRETC (True False 4.36 3.338  |1.843 1.241 1.122 1.617 1.91
sapiens [synthase 25712;40914422;32119511;340199 |SLWPGQALSLQVEQLLHHRRSRYQ

48;35138101;28510447

DILVFRSKTYGNVLVLDGVIQCTERD
EFSYQEMIANLPLCSHPNPRKVLIIG
GGDGGVLREVVKHPSVESVVQCEID
EDVIQVSKKFLPGMAIGYSSSKLTLH
IVGDGFEFMKQNQDAFDVIITDSSDP
MGPAESLFKESYYQLMKTALKEDGV
LCCQGECQWLHLDLIKEMRQFCQS
LFPVVAYAYCTIPTYPSGQIGFMLCS
KNPSTNFQEPVQPLTQQQVAQMQL
KYYNSDVHRAAFVLPEFARKALNDV
S




