UniprotKB Entry organism (full name |oglcnacscore o.glcnac P h osphorylation PMIDS |sequence intracellular lextracellular|cytosol nucleus mitochndrion en(.lop lasmic golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane [region

P20236 GBRA3_RAT [Rattus Gamma- 23.439218 NaN S427;T428;S434;S443|38843836 MITTQMWHFYVTRVGLLLLISILPGT |False True 0.812 |[1.539 [1.053 0.632 False 4.638 1.26
norvegicus |aminobutyric

TGQGESRRQEPGDFVKQDIGGLSPK
HAPDIPDDSTDNITIFTRILDRLLDGY
DNRLRPGLGDAVTEVKTDIYVTSFGP
subunit IVSDTDMEYTIDVFFRQTWHDERLKF
alpha-3 DGPMKILPLNNLLASKIWTPDTFFH
NGKKSVAHNMTTPNKLLRLVDNGT
LLYTMRLTIHAECPMHLEDFPMDV
HACPLKFGSYAYTKAEVIYSWTLGK
NKSVEVAQDGSRLNQYDLLGHVVG
TEIIRSSTGEYVVMTTHFHLKRKIGY
FVIQTYLPCIMTVILSQVSFWLNRES
VPARTVFGVTTVLTMTTLSISARNSL
PKVAYATAMDWEFIAVCYAFVFSALIE
FATVNYFTKRSWAWEGKKVPEALE
MKKKTPAAPTKKTSTTFNIVGTTYPI
NLAKDTEFSTISKAAAAPSASSTPTVI
IASPKTTYVQDSPAETKTYNSVSKVDK
ISRIIFPVLFAIFNLVYWATYVNRESA
IKGMIRKQ

acid
receptor




