UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular [extracellular cytosol nucleus mitochndrion e ic|golgi plasma extx:acellular
1D name sites reticulum apparatus membrane [region
P20273 CD22_HUMAN [Homo B-cell [17.826004 NaN S725;S726;S729;T762;T807;T822;T 38665916 MHLLGPWLLLLVLEYLAFSDSSKWYV [False True 3.329 |3.436 |1.957 1.921 1.997 5.0 4.656
sapiens  |receptor 842 FEHPETLYAWEGACVWIPCTYRALD
CD22 GDLESFILFHNPEYNKNTSKFDGTR

LYESTKDGKVPSEQKRVQFLGDKNK
INCTLSIHPVHLNDSGQLGLRMESKT
EKWMERIHLNVSERPFPPHIQLPPEI
QESQEVTLTCLLNFSCYGYPIQLQW
LLEGVPMRQAAVTSTSLTIKSVFTRS
ELKFSPQWSHHGKIVTCQLQDADGK
FLSNDTVQLNVKHTPKLEIKVTPSDA
IVREGDSVIMTCEVSSSNPEYTTVS
IWLKDGTSLKKQNTFTLNLREVTKDQ
SGKYCCQVSNDVGPGRSEEVFLQVQ
IYAPEPSTVQILHSPAVEGSQVEFLCM
SLANPLPTNYTWYHNGKEMQGRTE
EKVHIPKILPWHAGTYSCVAENILGT
GQRGPGAELDVQYPPKKVTTVIQNP
MPIREGDTVTLSCNYNSSNPSVTRY
EWKPHGAWEEPSLGVLKIQNVGWD
INTTIACAACNSWCSWASPVALNVQY
IAPRDVRVRKIKPLSEIHSGNSVSLQC
DFSSSHPKEVQFFWEKNGRLLGKES
QLNFDSISPEDAGSYSCWVNNSIGQ
TASKAWTLEVLYAPRRLRVSMSPGD
QVMEGKSATLTCESDANPPVSHYT
IWFDWNNQSLPYHSQKLRLEPVKVQ
HSGAYWCQGTNSVGKGRSPLSTLTV
IYYSPETIGRRVAVGLGSCLAILILAIC
GLKLQRRWKRTQSQQGLQENSSGQ
SFFVRNKKVRRAPLSEGPHSLGCYN
PMMEDGISYTTLRFPEMNIPRTGDA
ESSEMQRPPPDCDDTVTYSALHKRQ
IVGDYENVIPDFPEDEGIHYSELIQFG

IVGERPQAQENVDYVILKH




