UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi [plasma extl:acellular
1D name sites sites reticulum apparatus membrane region
P20336 RAB3A_HUMAN |[Homo Ras- |26.448819 NaN T86;S188;S190 |30237463 | MASATDSRYGQKESSDQNFDYMFKI [True False 4.743 [1.781 1.805 1.734 2.148 3.954 4.363

LIIGNSSVGKTSFLFRYADDSFTPAF
protein 'VSTVGIDFKVKTIYRNDKRIKLQIWD
Rab- TAGQERYRTITTAYYRGAMGFILMYD
3A ITNEESFNAVQDWSTQIKTYSWDNA
QVLLVGNKCDMEDERVVSSERGRQ
LADHLGFEFFEASAKDNINVKQTFE
RLVDVICEKMSESLDTADPAVTGAK
QGPQLSDQQVPPHQDCAC
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