UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi [plasma extl:acellular
1D name sites sites reticulum apparatus membrane region
P20339 RAB5A_HUMAN |Homo Ras- |17.826004 NaN S84 38665916 MASRGATRPNGPNTGNKICQFKLVL |True True 5.0 4.537 [3.754 2.707 3.847 4.263 4.536
sapiens [related LGESAVGKSSLVLRFVKGQFHEFQE
protein STIGAAFLTQTVCLDDTTVKFEIWDT
Rab- AGQERYHSLAPMYYRGAQAAIVVYDI
5A TNEESFARAKNWVKELQRQASPNIV

IALSGNKADLANKRAVDFQEAQSYA
DDNSLLFMETSAKTSMNVNEIFMAI
AKKLPKNEPQNPGANSARGRGVDLT
EPTQPTRNQCCSN




