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Entry name |organism oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular [extracellular cytosol [nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
P20485 KICH_YEAST [Saccharomyces |Choline |24.475439 NaN S30;S48;S51;T54;S85 (33229814 MVQESRPGSVRSYSVGYQARSRSSS |None None None [None None None None None None
cerevisiae kinase QRRHSLTRQRSSQRLIRTISIESDVS

NITDDDDLRAVNEGVAGVQLDVSET
ANKGPRRASATDVTDSLGSTSSEYIE
IPFVKETLDASLPSDYLKQDILNLIQS
LKISKWYNNKKIQPVAQDMNLVKIS
GAMTNAIFKVEYPKLPSLLLRIYGPNI
DNIIDREYELQILARLSLKNIGPSLYG
CFVNGRFEQFLENSKTLTKDDIRNW
KNSQRIARRMKELHVGVPLLSSERK
NGSACWQKINQWLRTIEKVDQWVG
DPKNIENSLLCENWSKFMDIVDRYH
KWLISQEQGIEQVNKNLIFCHNDAQ
YGNLLFTAPVMNTPSLYTAPSSTSLT
SQSSSLFPSSSNVIVDDIINPPKQEQ
SQDSKLVVIDFEYAGANPAAYDLAN
HLSEWMYDYNNAKAPHQCHADRYP
DKEQVLNFLYSYVSHLRGGAKEPID
EEVQRLYKSIIQWRPTVQLFWSLWAI
LQSGKLEKKEASTAITREEIGPNGKK
YIIKTEPESPEEDFVENDDEPEAGVSI
DTFDYMAYGRDKIAVFWGDLIGLGII
TEEECKNFSSFKFLDTSYL




