UniprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion en(.loplasmlc golgi plasma 2
ID sites sites reticulum |apparatus membrane |re
P20618 PSB1_HUMAN Homo Proteasome [9.742531 S31;5106(S62;S68;T150;S162 (34229054;38253038;33214551;398 [MLSSTAMYSAPGRDLGMEPHRAAG ([True False 4.699 5.0 1.579 1.502 0.651 1.267 4.
sapiens subunit 94887;40596516;38665916;347257 [PLQLRFSPYVFNGGTILAIAGEDFAIV
beta type-1 12;40914422;34019948;35138101;3 [ASDTRLSEGFSIHTRDSPKCYKLTDK

3465208

TVIGCSGFHGDCLTLTKIIEARLKMY
KHSNNKAMTTGAIAAMLSTILYSRR
FFPYYVYNIIGGLDEEGKGAVYSFDP
'VGSYQRDSFKAGGSASAMLQPLLDN
QVGFKNMQNVEHVPLSLDRAMRLV
KDVFISAAERDVYTGDALRICIVTKE
GIREETVSLRKD




