}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation |, 1y, ¢ sequence intracellular |extracellular [cytosol [nucleus [mitochndrion endoplasmic golgi ! extre
sites  [sites reticulum |apparatus [membrane [regic
P20645 MPRD _HUMAN Homo Cation- 19.933214 NaN S267 33214551;38665916;34725712;409 [MFPFYSCWRTGLLLLLLAVAVRESW |False True 1.523 |1.409 1.028 1.576 4.485 4.369 3.46¢
sapiens |dependent 14422;30444036;34019948 QTEEKTCDLVGEKGKESEKELALVK
mannose- RLKPLFNKSFESTVGQGSDTYIYIFR
6- 'VCREAGNHTSGAGLVQINKSNGKET
iphosphate 'VVGRLNETHIFNGSNWIMLIYKGGD
ireceptor EYDNHCGKEQRRAVVMISCNRHTL

ADNFNPVSEERGKVQDCFYLFEMD
SSLACSPEISHLSVGSILLVTFASLVA
'VYVVGGFLYQRLVVGAKGMEQFPHL
AFWQDLGNLVADGCDFVCRSKPRN
'VPAAYRGVGDDQLGEESEERDDHLL
PM




