
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P20701 ITAL_HUMAN Homo
sapiens

Integrin
alpha-L

34.455997 NaN S1165 40914422 MKDSCITVMAMALLSGFFFFAPASS
YNLDVRGARSFSPPRAGRHFGYRVL
QVGNGVIVGAPGEGNSTGSLYQCQS
GTGHCLPVTLRGSNYTSKYLGMTLA
TDPTDGSILACDPGLSRTCDQNTYLS
GLCYLFRQNLQGPMLQGRPGFQECI
KGNVDLVFLFDGSMSLQPDEFQKIL
DFMKDVMKKLSNTSYQFAAVQFST
SYKTEFDFSDYVKRKDPDALLKHVK
HMLLLTNTFGAINYVATEVFREELG
ARPDATKVLIIITDGEATDSGNIDAAK
DIIRYIIGIGKHFQTKESQETLHKFAS
KPASEFVKILDTFEKLKDLFTELQKK
IYVIEGTSKQDLTSFNMELSSSGISA
DLSRGHAVVGAVGAKDWAGGFLDL
KADLQDDTFIGNEPLTPEVRAGYLGY
TVTWLPSRQKTSLLASGAPRYQHMG
RVLLFQEPQGGGHWSQVQTIHGTQI
GSYFGGELCGVDVDQDGETELLLIG
APLFYGEQRGGRVFIYQRRQLGFEE
VSELQGDPGYPLGRFGEAITALTDIN
GDGLVDVAVGAPLEEQGAVYIFNGR
HGGLSPQPSQRIEGTQVLSGIQWFG
RSIHGVKDLEGDGLADVAVGAESQM
IVLSSRPVVDMVTLMSFSPAEIPVHE
VECSYSTSNKMKEGVNITICFQIKSLI
PQFQGRLVANLTYTLQLDGHRTRRR
GLFPGGRHELRRNIAVTTSMSCTDF
SFHFPVCVQDLISPINVSLNFSLWEE
EGTPRDQRAQGKDIPPILRPSLHSET
WEIPFEKNCGEDKKCEANLRVSFSP
ARSRALRLTAFASLSVELSLSNLEED
AYWVQLDLHFPPGLSFRKVEMLKP
HSQIPVSCEELPEESRLLSRALSCNV
SSPIFKAGHSVALQMMFNTLVNSS
WGDSVELHANVTCNNEDSDLLEDN
SATTIIPILYPINILIQDQEDSTLYVSFT
PKGPKIHQVKHMYQVRIQPSIHDHN
IPTLEAVVGVPQPPSEGPITHQWSVQ
MEPPVPCHYEDLERLPDAAEPCLPG
ALFRCPVVFRQEILVQVIGTLELVGEI
EASSMFSLCSSLSISFNSSKHFHLYG
SNASLAQVVMKVDVVYEKQMLYLYV
LSGIGGLLLLLLIFIVLYKVGFFKRNL
KEKMEAGRGVPNGIPAEDSEQLASG
QEAGDPGCLKPLHEKDSESGGGKD

False True 2.177 2.457 2.189 2.124 1.566 5.0 4.543


