UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol |nucleus mitochndrion em?oplasmlc golgi plasma extlfacellular
ID name name sites sites reticulum apparatus membrane region
P20760 IGG2A_RAT |Rattus Ig 25.563465 NaN NaN 34502162 AETTAPSVYPLAPGTALKSNSMVTLG [None None None [None None None None None None
norvegicus [gamma- CLVKGYFPEPVTVTWNSGALSSGVH
2A TFPAVLQSGLYTLTSSVTVPSSTWSS
chain C QAVTCNVAHPASSTKVDKKIVPREC
region NPCGCTGSEVSSVFIFPPKTKDVLTI

TLTPKVTCVVVDISQNDPEVRFSWFI
DDVEVHTAQTHAPEKQSNSTLRSVS
ELPIVHRDWLNGKTFKCKVNSGAFP
IAPIEKSISKPEGTPRGPQVYTMAPPK
EEMTQSQVSITCMVKGFYPPDIYTE

WKMNGQPQENYKNTPPTMDTDGS

YFLYSKLNVKKETWQQGNTFTCSVL

HEGLHNHHTEKSLSHSPGK




