UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular (cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane region
P20801 TNNC2_MOUSE Mus Troponin (29.125745 NaN NaN 39927985 MTDQQAEARSYLSEEMIAEFKAAFD |False False 2.528 ]0.281 False False False False False
musculus |C, MFDADGGGDISVKELGTVMRMLGQ
skeletal TPTKEELDAIIEEVDEDGSGTIDFEEF
muscle LVMMVRQMKEDAKGKSEEELAECF

RIFDRNADGYIDAEELAEIFRASGEH
VTEEEIESLMKDGDKNNDGRIDFDE
FLKMMEGVQ




