UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus jmitochndrion em‘ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
P20852 CP2A5_MOUSE [Mus Cytochrome [23.627151 NaN S131 37453647 MLTSGLLLVAAVAFLSVLVLMSVWK [None None None |None None None None None None

musculus

P450 2A5

QRKLSGKLPPGPTPLPFIGNFLQLNT
EQMYNSLMKISQRYGPVFTIYLGPR
RIVVLCGQEAVKEALVDQAEEFSGR
GEQATFDWLFKGYGVVFSSGERAKQ
LRRFSIATLRDFGVGKRGIEERIQEE
AGFLIDSFRKTNGAFIDPTFYLSRTV
SNVISSIVFGDRFDYEDKEFLSLLRM
MLGSFQFTATSMGQLYEMFSSVMK
HLPGPQQQAFKELQGLEDFITKKVE
HNQRTLDPNSPRDFIDSFLIRMLEE
KKNPNTEFYMKNLVLTTLNLFFAGT
ETVSTTLRYGFLLLMKHPDIEAKVHE
EIDRVIGRNRQPKYEDRMKMPYTEA
'VIHEIQRFADMIPMGLARRVTKDTK
FRDFLLPKGTEVFPMLGSVLKDPKF
FSNPKDFNPKHFLDDKGQFKKNDA
FVPFSIGKRYCFGEGLARMELFLFLT
NIMQNFHFKSTQAPQDIDVSPRLVG
FATIPPTYTMSFLSR




