UniprotKB Entry name |organism full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extI:acellular

ID sites sites reticulum |apparatus membrane region

P20917 MAG_MOUSE |Mus Myelin- 37.975063 T101;S105[S545;S547;S549;S591 [33300544;40885482 [MIFLATLPLFWIMISASRGGHWGAW [False True 1.775 2.2 1.911 2.006 1.642 5.0 2.258
musculus |associated MPSTISAFEGTCVSIPCRFDFPDELR

glycoprotein

PAVVHGVWYFNSPYPKNYPPVVFKS
RTQVVHESFQGRSRLLGDLGLRNCT
LLLSTLSPELGGKYYFRGDLGGYNQY
TFSEHSVLDIVNTPNIVVPPEVVAGT
EVEVSCMVPDNCPELRPELSWLGH
EGLGEPTVLGRLREDEGTWVQVSLL
HFVPTREANGHRLGCQAAFPNTTLQ
FEGYASLDVKYPPVIVEMNSSVEAIE
GSHVSLLCGADSNPPPLLTWMRDG
MVLREAVAKSLYLDLEEVTPGEDGV
IYACLAENAYGQDNRTVELSVMYAP
WKPTVNGTVVAVEGETVSILCSTQS
NPDPILTIFKEKQILATVIYESQLQLE
LPAVITPEDDGEYWCVAENQYGQRAT
IAFNLSVEFAPIILLESHCAAARDTVQ
CLCVVKSNPEPSVAFELPSRNVTVN
ETEREFVYSERSGLLLTSILTIRGQAQ
IAPPRVICTSRNLYGTQSLELPFQGAH
RLMWAKIGPVGAVVAFAILIAIVCYIT
QTRRKKNVTESSSFSGGDNPHVLYS
PEFRISGAPDKYESEKQRLGSERRLL
GLRGESPELDLSYSHSDLGKRPTKD

SYTLTEELAEYAEIRVK




