UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extl:acellular
1D sites sites reticulum apparatus membrane region
P20933 IASPG_HUMAN [Homo N(4)-(beta-N- 25.090618 'T40 NaN 35289036 MARKSNLPVLLVPFLLCQALVRCSS |False True 2.101 [2.974 |1.535 5.0 0.999 1.267 5.0

sapiens

acetylglucosaminyl)-
L-asparaginase

PLPLVVNTWPFKNATEAAWRALASG
GSALDAVESGCAMCEREQCDGSVG
FGGSPDELGETTLDAMIMDGTTMD
'VGAVGDLRRIKNAIGVARKVLEHTT
HTLLVGESATTFAQSMGFINEDLST
TASQALHSDWLARNCQPNYWRNVI
PDPSKYCGPYKPPGILKQDIPIHKETE
DDRGHDTIGMVVIHKTGHIAAGTST
NGIKFKIHGRVGDSPIPGAGAYADDT
AGAAAATGNGDILMRFLPSYQAVEY
MRRGEDPTIACQKVISRIQKHFPEFF
GAVICANVTGSYGAACNKLSTFTQFS
FMVYNSEKNQPTEEKVDCI




