UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em‘.loplasmlc golgi plasma extl‘"acellular
ID sites sites reticulum apparatus membrane region
P21278 GNA11_MOUSE |Mus Guanine [24.474581 NaN NaN 33300544 MTLESMMACCLSDEVKESKRINAEI |False True 3.569 [2.173 1.559 1.618 1.626 5.0 1.913
musculus [nucleotide- EKQLRRDKRDARRELKLLLLGTGES

binding GKSTFIKQMRIIHGAGYSEEDKRGFT

protein KLVYQNIFTAMQAMVRAMETLKILY

subunit KYEQNKANALLIREVDVEKVTTFEH

alpha-11 QYVNAIKTLWSDPGVQECYDRRREF

QLSDSAKYYLTDVDRIATVGYLPTQQ
DVLRVRVPTTGIIEYPFDLENIIFRMV
DVGGQRSERRKWIHCFENVTSIMFL
VALSEYDQVLVESDNENRMEESKAL
FRTIITYPWFQNSSVILFLNKKDLLE
DKILHSHLVDYFPEFDGPQRDAQAA
REFILKMFVDLNPDSDKIIYSHFTCA
TDTENIRFVFAAVKDTILQLNLKEYN
LV




