UniprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion wem!oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
P21279 GNAQ_MOUSE [Mus Guanine [24.474581 NaN NaN 33300544 MTLESIMACCLSEEAKEARRINDEIE [True True 3.948 [4.168 |2.507 2.625 3.735 5.0 2.72
musculus [nucleotide- RQLRRDKRDARRELKLLLLGTGESG

binding KSTFIKQMRITHGSGYSDEDKRGFTK

protein LVYQNIFTAMQAMIRAMDTLKIPYKY

G(q) EHNKAHAQLVREVDVEKVSAFENPY

subunit VDAIKSLWNDPGIQECYDRRREYQL

alpha SDSTKYYLNDLDRVADPSYLPTQQD

VLRVRVPTTGIIEYPFDLQSVIFRMV
DVGGQRSERRKWIHCFENVTSIMFL
VALSEYDQVLVESDNENRMEESKAL
FRTIITYPWFQNSSVILFLNKKDLLE
EKIMYSHLVDYFPEYDGPQRDAQAA
REFILKMFVDLNPDSDKITYSHFTCA
TDTENIRFVFAAVKDTILQLNLKEYN
LV




