}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol [nucleus mitochndrion enc!oplasmlc golgi plasma extr_ace
name sites sites reticulum |apparatus membrane region
P21281 IVATB2_HUMAN [Homo V-type (27.103496 NaN NaN 34229054;38665916;34725712;409 |MALRAMRGIVNGAAPELPVPTGGPA [True True 4.457 [2.036 [3.061 1.51 1.428 5.0 4.347
sapiens proton 14422;35008409 IVGAREQALAVSRNYLSQPRLTYKTV
ATPase SGVNGPLVILDHVKFPRYAEIVHLTL
subunit PDGTKRSGQVLEVSGSKAVVQVFEG
, TSGIDAKKTSCEFTGDILRTPVSEDM
brain LGRVFNGSGKPIDRGPVVLAEDFLDI
isoform

MGQPINPQCRIYPEEMIQTGISAIDG
MNSIARGQKIPIFSAAGLPHNEIAAQ
ICRQAGLVKKSKDVVDYSEENFAIVF
IAAMGVNMETARFFKSDFEENGSMD
NVCLFLNLANDPTIERIITPRLALTTA
EFLAYQCEKHVLVILTDMSSYAEALR
EVSAAREEVPGRRGFPGYMYTDLATI
YERAGRVEGRNGSITQIPILTMPNDD
ITHPIPDLTGYITEGQIYVDRQLHNR
QIYPPINVLPSLSRLMKSAIGEGMTR
KDHADVSNQLYACYAIGKDVQAMKA
IVVGEEALTSDDLLYLEFLQKFERNFI
IAQGPYENRTVFETLDIGWQLLRIFPK

EMLKRIPQSTLSEFYPRDSAKH




