}Jl;l iprotKB Entry name organism ffull oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma extr_a(
name sites sites reticulum |apparatus membrane [regior
P21291 CSRP1_HUMAN |Homo Cysteine [28.825905 S192 S81;S192 38665916;34019948;28657654;164 [MPNWGGGKKCGVCQKTVYFAEEVQ [True False 2.435 |[5.0 False False False False 4.0
sapiens [|and 08927;31373491;33214551;314928 |CEGNSFHKSCFLCMVCKKNLDSTT
glycine- 38;29237092;37217939;40596516;3 [VAVHGEEIYCKSCYGKKYGPKGYGY
rich 9534244;35254053 GQGAGTLSTDKGESLGIKHEEAPGH
protein RPTTNPNASKFAQKIGGSERCPRCS
1 QAVYAAEKVIGAGKSWHKACFRCAK
CGKGLESTTLADKDGEIYCKGCYAK
NFGPKGFGFGQGAGALVHSE




