
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P21576 VPS1_YEAST Saccharomyces
cerevisiae

Vacuolar
protein
sorting-
associated
protein	1

24.475439 NaN S579;S599 33229814 MDEHLISTINKLQDALAPLGGGSQS
PIDLPQITVVGSQSSGKSSVLENIVG
RDFLPRGTGIVTRRPLVLQLINRRPK
KSEHAKVNQTANELIDLNINDDDKK
KDESGKHQNEGQSEDNKEEWGEFL
HLPGKKFYNFDEIRKEIVKETDKVTG
ANSGISSVPINLRIYSPHVLTLTLVDL
PGLTKVPVGDQPPDIERQIKDMLLKY
ISKPNAIILSVNAANTDLANSDGLKL
AREVDPEGTRTIGVLTKVDLMDQGT
DVIDILAGRVIPLRYGYIPVINRGQKDI
EHKKTIREALENERKFFENHPSYSS
KAHYCGTPYLAKKLNSILLHHIRQTL
PEIKAKIEATLKKYQNELINLGPETM
DSASSVVLSMITDFSNEYAGILDGEA
KELSSQELSGGARISYVFHETFKNGV
DSLDPFDQIKDSDIRTIMYNSSGSAP
SLFVGTEAFEVLVKQQIRRFEEPSLR
LVTLVFDELVRMLKQIISQPKYSRYP
ALREAISNQFIQFLKDATIPTNEFVV
DIIKAEQTYINTAHPDLLKGSQAMV
MVEEKLHPRQVAVDPKTGKPLPTQP
SSSKAPVMEEKSGFFGGFFSTKNKK
KLAALESPPPVLKATGQMTERETME
TEVIKLLISSYFSIVKRTIADIIPKALM
LKLIVKSKTDIQKVLLEKLYGKQDIEE
LTKENDITIQRRKECKKMVEILRNAS
QIVSSV

None None None None None None None None None


