UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
P21580 TNAP3_HUMAN [Homo Tumor (26.21016 T597 S459;S575;S645 (29351928 MAEQVLPQALYLSNMRKAVKIRERT |[None None None |None None None None None None
sapiens |necrosis PEDIFKPTNGIIHHFKTMHRYTLEM

factor FRTCQFCPQFREIIHKALIDRNIQATL

alpha- ESQKKLNWCREVRKLVALKTNGDG

induced NCLMHATSQYMWGVQDTDLVLRKA

protein LFSTLKETDTRNFKFRWQLESLKSQ

3

EFVETGLCYDTRNWNDEWDNLIKM
ASTDTPMARSGLQYNSLEEIHIFVLC
NILRRPIIVISDKMLRSLESGSNFAPL
KVGGIYLPLHWPAQECYRYPIVLGYD
SHHFVPLVTLKDSGPEIRAVPLVNRD
RGRFEDLKVHFLTDPENEMKEKLLK
EYLMVIEIPVQGWDHGTTHLINAAK
LDEANLPKEINLVDDYFELVQHEYK
KWQENSEQGRREGHAQNPMEPSVP
QLSLMDVKCETPNCPFFMSVNTQP
LCHECSERRQKNQNKLPKLNSKPG
PEGLPGMALGASRGEAYEPLAWNPE
ESTGGPHSAPPTAPSPFLFSETTAMK
CRSPGCPFTLNVQHNGFCERCHNA
RQLHASHAPDHTRHLDPGKCQACL
QDVTRTFNGICSTCFKRTTAEASSSL
STSLPPSCHQRSKSDPSRLVRSPSPH
SCHRAGNDAPAGCLSQAARTPGDRT
GTSKCRKAGCVYFGTPENKGFCTLC
FIEYRENKHFAAASGKVSPTASRFQ
NTIPCLGRECGTLGSTMFEGYCQKC
FIEAQNQRFHEAKRTEEQLRSSQRR
DVPRTTQSTSRPKCARASCKNILACR
SEELCMECQHPNQRMGPGAHRGEP
APEDPPKQRCRAPACDHFGNAKCN
GYCNECFQFKQMYG




