}Jl;l iprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extx:acel
name sites sites reticulum |apparatus membrane fregion
P21614 'VTDB_MOUSE [Mus Vitamin [25.989908 NaN S434 37453647;39627609;39927985;375 |MKRVLVLLLALAFGHALERGRDYEK |False False False |False |False False False False 3.688
musculus [D- 07081 DKVCNELAMLGKEDFRSLSLILYSR
binding KFSSSTFEQVNQLVKEVVSLTEECC
protein AEGADPTCYDTRTSELSVKSCESDAP

FPVHPGTPECCTKEGLERKLCMAAL
SHQPQEFPTYVEPTNDEICEAFRRD
PKGFADQFLYEYSSNYGQAPLPLLVA
YTKNYLSMVGSCCTSANPTVCFVKE
RLQMKHLSLLTTMSNRVCSQYAAY
GKEKSRLSHLIKLAQKVPTANLENV
LPLAEDFTEILSRCCESTSEDCMASE
LPEHTIKICQNLSKKNSKFEECCQE
NTPMNIFMCTYFMPAAEPLQLPAIK
LPTGKDLCGQSTTQAMDQYTFELSR
RTQVPEVFLSKVLEPTLKTLRECCDT
QDSVACFSTQSPLLKRQLTSFIEKGQ
EMCADYSENTFTEYKKKLAERLRTK
TPNTSPAELKDMVEKHSDFASKCCS
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