
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

P21980 TGM2_HUMAN Homo
sapiens

Protein-glutamine
gamma-
glutamyltransferase
2

9.195312 NaN S60 30379171;33214551;34019948;303
97120;26853435;34725712;386659
16

MAEELVLERCDLELETNGRDHHTA
DLCREKLVVRRGQPFWLTLHFEGR
NYEASVDSLTFSVVTGPAPSQEAGTK
ARFPLRDAVEEGDWTATVVDQQDC
TLSLQLTTPANAPIGLYRLSLEASTGY
QGSSFVLGHFILLFNAWCPADAVYL
DSEEERQEYVLTQQGFIYQGSAKFIK
NIPWNFGQFEDGILDICLILLDVNPK
FLKNAGRDCSRRSSPVYVGRVVSGM
VNCNDDQGVLLGRWDNNYGDGVS
PMSWIGSVDILRRWKNHGCQRVKY
GQCWVFAAVACTVLRCLGIPTRVVT
NYNSAHDQNSNLLIEYFRNEFGEIQ
GDKSEMIWNFHCWVESWMTRPDL
QPGYEGWQALDPTPQEKSEGTYCCG
PVPVRAIKEGDLSTKYDAPFVFAEVN
ADVVDWIQQDDGSVHKSINRSLIVG
LKISTKSVGRDEREDITHTYKYPEGS
SEEREAFTRANHLNKLAEKEETGMA
MRIRVGQSMNMGSDFDVFAHITNN
TAEEYVCRLLLCARTVSYNGILGPEC
GTKYLLNLNLEPFSEKSVPLCILYEK
YRDCLTESNLIKVRALLVEPVINSYLL
AERDLYLENPEIKIRILGEPKQKRKLV
AEVSLQNPLPVALEGCTFTVEGAGL
TEEQKTVEIPDPVEAGEEVKVRMDL
LPLHMGLHKLVVNFESDKLKAVKGF
RNVIIGPA

True True 4.87 5.0 5.0 3.165 1.367 4.669


