UniprotKB Entry name |organism full oglcnacscore oglcnac ‘p.h osphorylation PMIDS [sequence intracellular extracellular cytosol [nucleus mitochndrion em!op lasmic golgi plasma extr.'acellular

ID name sites sites reticulum |apparatus membrane region

P21995 EMB_MOUSE Mus Embigin|36.83566 NaN S312 40885482 MRSHTGLRALVAPGYPLLLLCLLAAT |False True 1.513 [1.792 [1.268 1.818 1.806 4.742 2.881
musculus RPDPAEGDPTDPTFTSLPVREEMMA

KYSNLSLKSCNISVTEKSNVSVEENV
ILEKPSHVELKCVYTATKDLNLMNV
TWKKDDEPLETTGDFNTTKMGNTL
TSQYRFIVFNSKQLGKYSCVFGEKEL
RGTFNIHVPKAHGKKKSLIAYVGDST
VLKCVCQDCLPLNWTWYMGNETAQ
'VPIDAHSNEKYIINGSHANETRLKIK
HLLEEDGGSYWCRATFQLGESEEQ
NELVVLSFLVPLKPFLAILAEVILLVA
IILLCEVYTHKKKNDPDAGKEFEQIE
QLKSDDSNGIENNVPRYRKTDSADQ




