UniprotKB Entry name organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi
ID name sites reticulum |apparatu
P22059 OSBP1_HUMAN [Homo Oxysterol-|(33.806946 S746 S$190;5193;5198;5238;5240;S338;S |35008409;40914422;28510447;395 |MAATELRGVVGPGPAAIAALGGGGA (True True 5.0 4.693  [2.262 4.549 5.0
sapiens |binding 345;S351;T377;S379;S382;S385;S3 31497 GPPVVGGGGGRGDAGPGSGAASGTV
protein 1 86;5389 VAAAAGGPGPGAGGVAAAGPAPAPP

TGGSGGSGAGGSGSAREGWLFKWT
NYIKGYQRRWFVLSNGLLSYYRSKA
EMRHTCRGTINLATANITVEDSCNFI
ISNGGAQTYHLKASSEVERQRWVTA
LELAKAKAVKMLAESDESGDEESVS
QTDKTELQNTLRTLSSKVEDLSTCN
DLIAKHGTALQRSLSELESLKLPAES
NEKIKQVNERATLFRITSNAMINAC
RDFLMLAQTHSKKWQKSLQYERDQ
RIRLEETLEQLAKQHNHLERAFRGA
TVLPANTPGNVGSGKDQCCSGKGD
MSDEDDENEFFDAPEIITMPENLGH
KRTGSNISGASSDISLDEQYKHQLEE
TKKEKRTRIPYKPNYSLNLWSIMKN
CIGKELSKIPMPVNFNEPLSMLQRL
TEDLEYHELLDRAAKCENSLEQLCY
VAAFTVSSYSTTVFRTSKPFNPLLGE
TFELDRLEENGYRSLCEQVSHHPPA
AAHHAESKNGWTLRQEIKITSKFRG
KYLSIMPLGTIHCIFHATGHHYTWKK
VTTTVHNIIVGKLWIDQSGEIDIVNH
KTGDKCNLKFVPYSYFSRDVARKVT
GEVTDPSGKVHFALLGTWDEKMEC
FKVQPVIGENGGDARQRGHEAEESR
VMLWKRNPLPKNAENMYYFSELAL
TLNAWESGTAPTDSRLRPDQRLME
NGRWDEANAEKQRLEEKQRLSRKK
REAEAMKATEDGTPYDPYKALWFER
KKDPVTKELTHIYRGEYWECKEKQD
'WSSCPDIF




