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P22102 PUR2_HUMAN Homo
sapiens

Trifunctional
purine
biosynthetic
protein
adenosine-3

20.144112 T39;T706 S10;S440;T682;S796;S802 30397120;23301498;33214551;403
07207;32870666;16408927;386659
16;34725712;32119511;40914422;3
5132862;39302247;34019948;3513
8101;28510447

MAARVLIIGSGGREHTLAWKLAQSH
HVKQVLVAPGNAGTACSEKISNTAIS
ISDHTALAQFCKEKKIEFVVVGPEAP
LAAGIVGNLRSAGVQCFGPTAEAAQ
LESSKRFAKEFMDRHGIPTAQWKAF
TKPEEACSFILSADFPALVVKASGLA
AGKGVIVAKSKEEACKAVQEIMQEK
AFGAAGETIVIEELLDGEEVSCLCFT
DGKTVAPMPPAQDHKRLLEGDGGP
NTGGMGAYCPAPQVSNDLLLKIKDT
VLQRTVDGMQQEGTPYTGILYAGIM
LTKNGPKVLEFNCRFGDPECQVILP
LLKSDLYEVIQSTLDGLLCTSLPVWL
ENHTALTVVMASKGYPGDYTKGVEI
TGFPEAQALGLEVFHAGTALKNGKV
VTHGGRVLAVTAIRENLISALEEAKK
GLAAIKFEGAIYRKDVGFRAIAFLQQ
PRSLTYKESGVDIAAGNMLVKKIQPL
AKATSRSGCKVDLGGFAGLFDLKAA
GFKDPLLASGTDGVGTKLKIAQLCN
KHDTIGQDLVAMCVNDILAQGAEPL
FFLDYFSCGKLDLSVTEAVVAGIAKA
CGKAGCALLGGETAEMPDMYPPGE
YDLAGFAVGAMERDQKLPHLERITE
GDVVVGIASSGLHSNGFSLVRKIVAK
SSLQYSSPAPDGCGDQTLGDLLLTPT
RIYSHSLLPVLRSGHVKAFAHITGGG
LLENIPRVLPEKLGVDLDAQTWRIPR
VFSWLQQEGHLSEEEMARTFNCGV
GAVLVVSKEQTEQILRDIQQHKEEA
WVIGSVVARAEGSPRVKVKNLIESM
QINGSVLKNGSLTNHFSFEKKKARV
AVLISGTGSNLQALIDSTREPNSSAQ
IDIVISNKAAVAGLDKAERAGIPTRVI
NHKLYKNRVEFDSAIDLVLEEFSIDI
VCLAGFMRILSGPFVQKWNGKMLNI
HPSLLPSFKGSNAHEQALETGVTVT
GCTVHFVAEDVDAGQIILQEAVPVKR
GDTVATLSERVKLAEHKIFPAALQLV
ASGTVQLGENGKICWVKEE

True False 5.0 3.257 3.459 1.707 0.855 1.975


