UniprotKB

Entry name

organism

full

oglcnacscore

oglcnac sites

n

ylation sites

PMIDS

endoplasmic

D )! )i sequence intracellular extracellular |cytosol nucleus mitochndrion N
name reticulum
P22314 UBA1_HUMAN [Homo Ubiquitin-|24.03824 S3;S7;S74;S78;S619|S4;S13;521;S24;S46;T55;T800;S810 |23301498;22967762;26853435;347 |MSSSPLSKKRRVSGPDPKPGSNCSP |True False 4.691 |5.0 5.0 2.119
sapiens |like ;5816;5820;S835 25712;40914422;35138101;303971 |AQSVLSEVPSVPTNGMAKNGSEADI
modifier- 20;37217939;16408927;40596516;3 | DEGLYSRQLYVLGHEAMKRLQTSSV
activating 8665916;34019948;29351928;3508 |LVSGLRGLGVEIAKNIILGGVKAVTL
enzyme 1 3852;33214551;32119511;1843443 |HDQGTAQWADLSSQFYLREEDIGKN

5;35008409;33465208

RAEVSQPRLAELNSYVPVTAYTGPLV
EDFLSGFQVVVLTNTPLEDQLRVGE
FCHNRGIKLVVADTRGLFGQLFCDF
GEEMILTDSNGEQPLSAMVSMVTK
DNPGVVTCLDEARHGFESGDFVSFS
EVQGMVELNGNQPMEIKVLGPYTFS
ICDTSNFSDYIRGGIVSQVKVPKKISF
KSLVASLAEPDFVVTDFAKFSRPAQL
HIGFQALHQFCAQHGRPPRPRNEED
AAELVALAQAVNARALPAVQQNNLD
EDLIRKLAYVAAGDLAPINAFIGGLAA
QEVMKACSGKFMPIMQWLYFDALE
CLPEDKEVLTEDKCLQRQNRYDGQV
AVFGSDLQEKLGKQKYFLVGAGAIG
CELLKNFAMIGLGCGEGGEIIVTDM
DTIEKSNLNRQFLFRPWDVTKLKSD
TAAAAVRQMNPHIRVTSHQNRVGP
DTERIYDDDFFQNLDGVANALDNVD
ARMYMDRRCVYYRKPLLESGTLGTK
GNVQVVIPFLTESYSSSQDPPEKSIPI
CTLKNFPNAIEHTLQWARDEFEGLF
KQPAENVNQYLTDPKFVERTLRLAG
TQPLEVLEAVQRSLVLQRPQTWADC
VTWACHHWHTQYSNNIRQLLHNFP
PDQLTSSGAPFWSGPKRCPHPLTFD
VNNPLHLDYVMAAANLFAQTYGLTG
SQDRAAVATFLQSVQVPEFTPKSGV
KIHVSDQELQSANASVDDSRLEELK
ATLPSPDKLPGFKMYPIDFEKDDDS
NFHMDFIVAASNLRAENYDIPSADR
HKSKLIAGKITPAIATTTAAVVGLVCL
ELYKVVQGHRQLDSYKNGFLNLALP
FFGFSEPLAAPRHQYYNQEWTLWD
RFEVQGLQPNGEEMTLKQFLDYFKT
EHKLEITMLSQGVSMLYSFFMPAAK
LKERLDQPMTEIVSRVSKRKLGRHV
RALVLELCCNDESGEDVEVPYVRYTI
R




