}Jl;l iprotKB Entry name |organism full name oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol [nucleus mitochndrion enc:!oplasmlc gt
sites reticulum |a]
P22626 ROA2_HUMAN [Homo Heterogeneous 37.25223 'T48;S199(T4;S29;S85;T140;5149;T159;T176;S [30379171;31492838;24126823;347 |[MEKTLETVPLERKKREKEQFRKLFI ([True True 2.411 [5.0 2.291 1.998 1.
sapiens |nuclear 189;S201;S212;5225;S231;5236;S2 (25712;40914422;37217939;405965 |GGLSFETTEESLRNYYEQWGKLTDC
ribonucleoproteins 59;5324;T331;S341;S344;T347 16;38665916;30059200;30620550;3 [VVMRDPASKRSRGFGFVTFSSMAEV
A2/B1 4019948;29351928;22322011;4030 [DAAMAARPHSIDGRVVEPKRAVARE

7207;22121020;31235510;3044403
6;35083852;20305658;33214551;23
576270;32119511

ESGKPGAHVTVKKLFVGGIKEDTEE
HHLRDYFEEYGKIDTIEIITDRQSGK
KRGFGFVTFDDHDPVDKIVLQKYHTI
NGHNAEVRKALSRQEMQEVQSSRS
GRGGNFGFGDSRGGGGNFGPGPGS
NFRGGSDGYGSGRGFGDGYNGYGG
GPGGGNFGGSPGYGGGRGGYGGGG
PGYGNQGGGYGGGYDNYGGGNYGS
GNYNDFGNYNQQPSNYGPMKSGNF
GGSRNMGGPYGGGNYGPGGSGGSG
GYGGRSRY




