UniprotkB Entry name |organism full oglcnacscore °9 lcnac p.h osphorylation PMIDS sequence
ID name sites sites
P22670 RFX1 HUMAN [Homo MHC 11.672924 S150;T244|S60;S978;S979 [33214551;32119511;31492838;293 MATQAYTELQAAPPPSQPPQAPPQA
sapiens class II 51928;34019948 QPQPPPPPPPAAPQPPQPPTAAATPQ
regulatory PQYVTELQSPQPQAQPPGGQKQYVT
factor ELPAVPAPSQPTGAPTPSPAPQQYIV
RFX1 VTVSEGAMRASETVSEASPGSTASQ

TGVPTQVVQQVQGTQQRLLVQTSVQ
AKPGHVSPLQLTNIQVPQQALPTQR
LVVQSAAPGSKGGQVSLTVHGTQQV
HSPPEQSPVQANSSSSKTAGAPTGT
VPQQLQVHGVQQSVPVTQERSVVQA
TPQAPKPGPVQPLTVQGLQPVHVAQ
EVQQLQQVPVPHVYSSQVQYVEGGD
ASYTASAIRSSTYSYPETPLYTQTAST
SYYEAAGTATQVSTPATSQAVASSGS
MPMYVSGSQVVASSTSTGAGASNSS
GGGGSGGGGGGGGGGGGGGSGSTG
GGGSGAGTYVIQGGYMLGSASQSYS
HTTRASPATVQWLLDNYETAEGVSL
PRSTLYCHYLLHCQEQKLEPVNAAS
FGKLIRSVFMGLRTRRLGTRGNSKY
HYYGLRIKASSPLLRLMEDQQHMA
MRGQPFSQKQRLKPIQKMEGMTNG
VAVGQQPSTGLSDISAQVQQYQQFL
DASRSLPDFTELDLQGKVLPEGVGP
GDIKAFQVLYREHCEAIVDVMVNLQ
FTLVETLWKTFWRYNLSQPSEAPPL
AVHDEAEKRLPKAILVLLSKFEPVLQ
WTKHCDNVLYQGLVEILIPDVLRPIP
SALTQAIRNFAKSLESWLTHAMVNI
PEEMLRVKVAAAGAFAQTLRRYTSL
NHLAQAARAVLQNTAQINQMLSDL
NRVDFANVQEQASWVCRCEDRVVQ
RLEQDFKVTLQQQNSLEQWAAWLD
GVVSQVLKPYQGSAGFPKAAKLFLL
KWSFYSSMVIRDLTLRSAASFGSFH
LIRLLYDEYMYYLIEHRVAQAKGETPI
AVMGEFANLATSLNPLDPDKDEEEE
EEEESEDELPQDISLAAGGESPALGP
ETLEPPAKLARTDARGLFVQALPSS




