UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P22680 CP7A1_HUMAN Homo Cytochrome [28.275761 NaN NaN 39894887 [MMTTSLIWGIAIAACCCLWLILGIRR (False True 2.355 [2.945 |2.779 4.658 2.138 2.523 3.165

sapiens

P450 7A1

RQTGEPPLENGLIPYLGCALQFGAN
PLEFLRANQRKHGHVFTCKLMGKY
IVHFITNPLSYHKVLCHGKYFDWKKF
HFATSAKAFGHRSIDPMDGNTTENI
NDTFIKTLQGHALNSLTESMMENL
QRIMRPPVSSNSKTAAWVTEGMYSF
CYRVMFEAGYLTIFGRDLTRRDTQK
IAHILNNLDNFKQFDKVFPALVAGLPI
HMFRTAHNAREKLAESLRHENLQK
RESISELISLRMFLNDTLSTFDDLEK
IAKTHLVVLWASQANTIPATFWSLFQ
MIRNPEAMKAATEEVKRTLENAGQ
KVSLEGNPICLSQAELNDLPVLDSII
KESLRLSSASLNIRTAKEDFTLHLED
GSYNIRKDDIIALYPQLMHLDPEIYP
DPLTFKYDRYLDENGKTKTTFYCNG
LKLKYYYMPFGSGATICPGRLFAIHEI
KQFLILMLSYFELELIEGQAKCPPLD
QSRAGLGILPPLNDIEFKYKFKHL




