}Jl;l iprotKB Entry name organism [full name [oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi
sites reticulum |apparatu
P22694 KAPCB_HUMAN |Homo CAMP- 29.498659 S253 S11;T69;S140;T198;S322;T331;S33 [40914422;40596516;30379171;268 [MGNAATAKKGSEVESVKEFLAKAKE [True True 4.662 [4.747  |3.237 3.104 2.392
sapiens |dependent 9 140030 DFLKKWENPTQNNAGLEDFERKKT
protein LGTGSFGRVMLVKHKATEQYYAMKI
kinase LDKQKVVKLKQIEHTLNEKRILQAV
catalytic NFPFLVRLEYAFKDNSNLYMVMEYV
subunit PGGEMFSHLRRIGRFSEPHARFYAA
beta QIVLTFEYLHSLDLIYRDLKPENLLID

HQGYIQVTDFGFAKRVKGRTWTLCG
TPEYLAPEIILSKGYNKAVDWWALGV
LIYEMAAGYPPFFADQPIQIYEKIVSG
KVRFPSHFSSDLKDLLRNLLQVDLT
KRFGNLKNGVSDIKTHKWFATTDWI
IAIYQRKVEAPFIPKFRGSGDTSNFDD
YEEEDIRVSITEKCAKEFGEF




