endoplasmic (golgi plasma

UniprotKB Entry name |organism [full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion N
ID sites sites reticulum apparatus membrane
P22695 QCR2_HUMAN [Homo Cytochrome ([27.907111 S367;T369 [NaN 23271734;40596516;38665916;347 [MKLLTRAGSFSRFYSLKVAPKVKATA [True False 2.261 [4.502 |4.889 1.795 0.974 1.726
sapiens |b-c1 complex 25712;40914422;35083852;293519 [APAGAPPQPQDLEFTKLPNGLVIASL
subunit 2, 28 ENYSPVSRIGLFIKAGSRYEDFSNLG

TTHLLRLTSSLTTKGASSFKITRGIEA
IVGGKLSVTATRENMAYTVECLRGDV
DILMEFLLNVITAPEFRRWEVADLQ
PQLKIDKAVAFQNPQTHVIENLHAA
IAYRNALANPLYCPDYRIGKVTSEELH
YFEVQNHFTSARMALIGLGVSHPVLK
QVAEQFLNMRGGLGLSGAKANYRG
GEIREQNGDSLVHAAFVAESAVAGS
IAEANAFSVLQHVLGAGPHVKRGSNT
TSHLHQAVAKATQQPFDVSAFNASY
SDSGLFGIYTISQATAAGDVIKAAYN
QVKTIAQGNLSNTDVQAAKNKLKAG
YLMSVESSECFLEEVGSQALVAGSY
MPPSTVLQQIDSVANADIINAAKKFV
SGQKSMAASGNLGHTPFVDEL

mitochondrial




