}Jl;l iprotKB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi ! extt:acellula
name sites sites reticulum |apparatus membrane fregion
P22892 AP1G1_MOUSE Mus AP-1 25.875365 NaN NaN 39627609;33300544;37507081 [MPAPIRLRELIRTIRTARTQAEEREMI |False True 3.931 [2.169 [2.739 1.685 5.0 3.864 1.494
musculus |complex QKECAAIRSSFREEDNTYRCRNVAK
subunit LLYMHMLGYPAHFGQLECLKLIASQ
gamma- KFTDKRIGYLGAMLLLDERQDVHLL
1 MTNCIKNDLNHSTQFVQGLALCTLG

CMGSSEMCRDLAGEVEKLLKTSNS
'YLRKKAALCAVHVIRKVPELMEMFL
PATKNLLNEKNHGVLHTSVVLLTEM
CERSPDMLAHFRKLVPQLVRILKNLI
MSGYSPEHDVSGISDPFLQVRILRLL
RILGRNDDDSSEAMNDILAQVATNT
ETSKNVGNAILYETVLTIMDIKSESG
LRVLAINILGRFLLNNDKNIRYVALT
SLLKTVQTDHNAVQRHRSTIVDCLK
DLDVSIKRRAMELSFALVNGNNIRG
MMKELLYFLDSCEPEFKADCASGIF
LAAEKYAPSKRWHIDTIMRVLTTAGS
'YVRDDAVPNLIQLITNSVEMHAYTV
QRLYKAILGDYSQQPLVQVAAWCIG
EYGDLLVSGQCEEEEPIQVTEDEVLD
ILESVLISNMSTSVTRGYALTAIMKL
STRFTCTVNRIKKVVSIYGSSIDVELQ
QRAVEYNALFKKYDHMRSALLERM
PVMEKVTTNGPSEIVQTNGETEPAP
LETKPPPSGPQPTSQANDLLDLLGG
NDITPVIPTAPTSKPASAGGELLDLLG
DITLTGAPAAAPTPASVPQISQPPFLL
DGLSSQPLFNDIAPGIPSITAYSKNGL
KIEFTFERSNTNPSVTVITIQASNSTE
LDMTDFVFQAAVPKTFQLQLLSPSS
SVVPAFNTGTITQVIKVLNPQKQQLR
MRIKLTYNHKGSAMQDLAEVNNFP
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