endoplasmic |golgi plasma extracellular

UniprotKB Entry name |organism full name oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion . .
ID sites sites reticulum apparatus membrane region
P23004 QCR2_BOVIN [Bos Cytochrome |27.604395 NaN NaN 28100784 MKLLTRAGSLSRFYSLKVAPKVKATE [None None None [None |None None None None None
taurus b-c1 complex IAPAGVPPHPQDLEFTRLPNGLVIASL
subunit 2, ENYAPASRIGLFIKAGSRYENSNNLG
mitochondrial TSHLLRLASSLTTKGASSFKITRGIEA

IVGGKLSVTSTRENMAYTVECLRDDV
DILMEFLLNVTTAPEFRRWEVAALQ
PQLRIDKAVALQNPQAHVIENLHAA
IAYRNALANSLYCPDYRIGKVTPVELH
DYVQNHFTSARMALIGLGVSHPVLK
QVAEQFLNIRGGLGLSGAKAKYHGG
EIREQNGDSLVHAALVAESAAIGSAE
IANAFSVLQHVLGAGPHVKRGSNATS
SLYQAVAKGVHQPFDVSAFNASYSD
SGLFGFYTISQAASAGDVIKAAYNQV
KTIAQGNLSNPDVQAAKNKLKAGYL
MSVESSEGFLDEVGSQALAAGSYTP
PSTVLQQIDAVADADVINAAKKFVSG
RKSMAASGNLGHTPFIDEL




