UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular|cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
P23258 TBG1_HUMAN Homo Tubulin |24.397899 NaN S131 34229054 MPREIITLQLGQCGNQIGFEFWKQL [True False 4.66 4.526 1.366 0.991 1.08 1.298 1.136
sapiens gamma- CAEHGISPEGIVEEFATEGTDRKDVF
1 chain FYQADDEHYIPRAVLLDLEPRVIHSIL

NSPYAKLYNPENIYLSEHGGGAGNN
WASGFSQGEKIHEDIFDIIDREADGS
DSLEGFVLCHSIAGGTGSGLGSYLLE
RLNDRYPKKLVQTYSVFPNQDEMSD
VVVQPYNSLLTLKRLTQNADCVVVL
DNTALNRIATDRLHIQNPSFSQINQL
VSTIMSASTTTLRYPGYMNNDLIGLI
IASLIPTPRLHFLMTGYTPLTTDQSVA
SVRKTTVLDVMRRLLQPKNVMVSTG
RDRQTNHCYIAILNIIQGEVDPTQVH
KSLQRIRERKLANFIPWGPASIQVAL
SRKSPYLPSAHRVSGLMMANHTSIS
SLFERTCRQYDKLRKREAFLEQFRK
EDMFKDNFDEMDTSREIVQQLIDEY
HAATRPDYISWGTQEQ




